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synthesis rate. Kout was defined CRP degradation rate. function. Allometric scaling was applied to Vd and CL. And maturation
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omp .
P —— = K, (1 — Effect) — K,y xCompegp  CRP value fell below 2 mg / L was used as the endpoint. The target blood
VPC ( PK (left), PD(Right) ) concentration of vancomycin was set at 16 mg / L to avoid toxicity. The

trough concentration trend was as shown in the graph below.
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